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Art Unit: 1652 

DETAILED ACTION 

Claims 1-56 are currently pending in the instant application. 
This application is a 37 1 of PCT/US03/40090. 

The preliminary amendment filed on June 13, 2005, amending claim 23 is acknowledged. 

Election/Restriction 

Applicant's election with traverse of Group I, Claims 1-22 and 50, drawn to an isolated 
polypeptide chondroitinase glycoprotein (CHASEGP) and a composition comprising said 
polypeptide, and protein of SEQ ID NO: 6 and nucleic acid encoding SEQ ID NO: 6, in the 
communication filed on December 3, 2007 is acknowledged. Because applicant did not 
distinctly and specifically point out the supposed errors in the Restriction requirement, the 
election has been treated as an election without traverse (MPEP § 818.03(a)). It is to be 
mentioned here that SEQ ID NO: 6 is not a species but a specific invention as an independent 
and distinct protein. 

Claims 2-3, 10-11, 16, 23-49 and 51-56 are withdrawn from further consideration 
pursuant to 37 CFR 1.142(b), as being drawn to a nonelected invention. Claims 17-21 are also 
withdrawn because claims encompass mutants and variants of SEQ ID NO: 6 because each of 
the mutants and variants are structurally independent and distinct protein. Besides, the mutants 
and variants do not share any special technical feature with wild type chondroitinase protein, as 
wild type chondroitinase protein is known in the art (see previous Office action). 

Claims 1, 4-9, 12-15, 22, and 50 are under consideration and will be examined herein. 
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Priority 

Acknowledgement is made of applicants claim for priority of provisional application 
60/433,532 filed on 12/16/2002. 

Information Disclosure Statement 
There is no information disclosure statement (IDS) with this application. 

Drawings 

There is no drawing with this application. 

Claim Objections 

Claims 1, 9, 13-14, 22, and 50 are objected to in the recitation of "CHASEGP" as 
abbreviations should not be used without at least once fully setting forth what they are used for. 
Appropriate correction is required. 

Claim 4 is objected to in the recitation of "PNGase" as abbreviations should not be used 
without at least once fully setting forth what they are used for. Appropriate correction is 
required. 

Claim 8 is objected to in the recitation of "sialylic acid", which is not a common 
expression that should be "sialic acid". Appropriate correction is required. 

Claims 4-9 and 14 are objected to in the recitation of "claim-1", which should be "claim 
1". Appropriate correction is required. 

Claim 14 is objected to in the recitation of "as described in SEQ ID NO: 6", which should 
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be "as set forth in SEQ ID NO: 6". Appropriate correction is required. 

Claim 9 is objected to in the recitation "A substantially purified glycoprotein", which 
should be "The substantially purified glycoprotein". Appropriate correction is required. 

Claim 12 is objected to in the recitation "A polypeptide", which should be "The 
polypeptide". Appropriate correction is required. 

Claim Rejections - 35 USC §101 

35 U.S.C. 101 reads as follows: 

Whoever invents or discovers any new and useful process, machine, manufacture, or composition of matter, or 
any new and useful improvement thereof, may obtain a patent therefor, subject to the conditions and 
requirements of this title. 

Claims 1, 9, and 12-15 are rejected under 35 U.S.C. 101 because the claimed invention is 
directed to non-statutory subject matter. 

Claims 1, 9 and 12-15 recite "A — chondroitinase glycoprotein" or "A polypeptide", 
which reads on a naturally occurring chondroitinase glycoprotein or polypeptide. Naturally 
occurring polypeptide is not patentable. 

In the absence of the hand of man, naturally occurring nucleic acids and /or proteins are considered non- 
statutory subject matter. Diamond and Chakrabarty, 206 USPQ 193 (1980). This rejection may be overcome by 
amending the claims to contain wording such as "An isolated glycoprotein or polypeptide". For examination 
purpose the claim is read as such. 

Claim Rejections - 35 USC § 112 
The following is a quotation of the second paragraph of 35 U.S.C. 1 12: 

The specification shall conclude with one or more claims particularly pointing out and distinctly claiming the 
subject matter, which the applicant regards as his invention. 

Claims 1, 4-9, 12-15, 22 and 50 are rejected under 35 U.S.C. 112, second paragraph, as 
being indefinite and vague for failing to particularly point out and distinctly claim the subject 
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matter which applicant regards as the invention. Claims 1, 9, 13, 22 and 50 are indefinite in the 
recitation of "substantially purified or pure" as it is unclear how purified or pure of a polypeptide 
must be to be encompassed by the phrase "substantially purified or pure". While page 31 
attempts to define "substantially pure", however, the description is not a clear definition. 
Therefore, it is not clear to the Examiner as to how much pure of the protein is encompassed in 
the above phrase. Accordingly, claims 4-8, 12, 14-15, and 17-21 are rejected, as they depend on 
claim 1. 

Claim Rejections - 35 USC § 112 

The following is a quotation of the first paragraph of 35 U.S.C. 1 12: 

The specification shall contain a written description of the invention, and of the manner and process of making 
and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and use the same and shall set forth the best mode 
contemplated by the inventor of carrying out his invention. 

Claims 1, 4-9, 13 and 50 are rejected under 35 U.S.C. 112, first paragraph, as failing to 
comply with the written description requirement. The claim(s) contains subject matter, which 
was not described in the specification in such a way as to reasonably convey to one skilled in the 
relevant art that the inventor(s), at the time the application was filed, had possession of the 
claimed invention. 

Claims 1, 4-9, 13, 22 and 50 are directed to a soluble chondroitinase glycoprotein and a 
composition comprising said chondroitinase glycoprotein. 

The Court of Appeals for the Federal Circuit has recently held that a "written description 
of an invention involving a chemical genus, like a description of a chemical species, 'requires a 
precise definition, such as by structure, formula [or] chemical name,' of the claimed subject 
matter sufficient to distinguish it from other materials " University of California v. Eli Lilly and 
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Co., 1997 U.S. App. LEXIS 18221, at *23, quoting Fiers v. Revel, 25 USPQ2d 1601, 1606 (Fed. 
Cir. 1993). To fully describe a genus of genetic material, which is a chemical compound, 
applicants must (1) fully describe at least one species of the claimed genus sufficient to represent 
said genus whereby a skilled artisan, in view of the prior art, could predict the structure of other 
species encompassed by the claimed genus and (2) identify the common characteristics of the 
claimed molecules, e.g., structure, physical and/or chemical characteristics, functional 
characteristics when coupled with a known or disclosed correlation between function and 
structure, or a combination of these (paraphrased from Enzo Biochemical). 

Thus, claims 1, 4-9, 13, 22 and 50 are directed to any chondroitinase glycoprotein having 
any structure isolated from any source and a composition comprising said chondroitinase 
glycoprotein polypeptide. 

Claims are thus drawn to any chondroitinase glycoprotein isolated from any source and a 
composition comprising said chondroitinase glycoprotein, wherein said proteins structures are 
not fully described in the specification. No information, beyond the characterization of a protein 
having activity of degrading chondroitin, which would indicate that applicants had possession of 
the claimed genus of any chondroitinase glycoprotein and a composition comprising said 
chondroitinase. The specification does not also contain any disclosure of the structure of all the 
mutants or variants of any chondroitinase glycoprotein and a composition comprising said 
chondroitinase glycoprotein in the claims. The genus of proteins (any chondroitinase 
glycoprotein) as claimed is a large variable genus including many mutants and variants, which 
can have wide variety of structures. Therefore, many structurally unrelated proteins are 
encompassed within the scope of the claims. The specification discloses the structure of only 
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three representative species of the claimed genus (SEQ ID NO: 1, 2 and 6), which is insufficient 

to put one of skill in the art in possession of the attributes and features of all species within the 

claimed genus. Therefore, one skilled in the art cannot reasonably conclude that applicant had 

possession of the claimed invention at the time the instant application was filed. 

Applicant is referred to the revised guidelines concerning compliance with the written 
description requirement of U.S. C. 1 12, first paragraph, published in the Official Gazette and also 
available at www.uspto.gov. 

Claims 1, 4-9, 12-13, 15, 22 and 50 are rejected under 35 U.S.C. 112, first paragraph, 
because the specification, while being enabling for a chondroitinase glycoprotein of SEQ ID NO: 
6 having chondroitinase domain and a composition comprising said chondroitinase glycoprotein 
of SEQ ID NO: 6, wherein the encoded nucleic acids can hybridizes under high stringency 
condition to full length of SEQ ED NO: 3 or 5, does not reasonably provide enablement for any 
chondroitinase glycoprotein having any structure or any chondroitinase glycoprotein having any 
catalytically active portion thereof or any polypeptide having chondroitinase domain, wherein 
the encoded nucleic acids hybridizes under high stringency conditions at least 70% of its full 
length of nucleotides 726-1995 in SEQ ID NO: 3 or SEQ ID NO: 5 or at least any one domain 
thereof or any catalytically active portion of the domain and a composition comprising any 
chondroitinase glycoprotein having any structure. The specification does not enable any person 
skilled in the art to which it pertains, or with which it is most nearly connected, to make and/or 
use the claimed invention commensurate in scope with these claims. 

Factors to be considered in determining whether undue experimentation is required are 
summarized in In re Wands (858 F.2d 731,737, 8 USPQ2nd 1400 (Fed. Cir. 1988)) as follows: 
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(1) quantity of experimentation necessary, (2) the amount of direction or guidance 
presented, (3) the presence and absence of working examples, (4) the nature of the invention, (5) 
the state of prior art, (6) the relative skill of those in the art, (7) the predictability or 
unpredictability of the art, and (8) the breadth of the claims. The factors, which have, lead the 
Examiner to conclude that the specification fails to teach how to make and/or use the claimed 
invention without undue experimentation, are addressed below: 

The breadth of the claims: 

Claims 1, 4-9, 12-13, 15, 22 and 50 are so broad as to encompass any chondroitinase 
glycoprotein having any structure or any chondroitinase glycoprotein having any catalytically 
active portion thereof or any polypeptide having chondroitinase domain, wherein the encoded 
nucleic acids hybridizes under high stringency conditions at least 70% of its full length of 
nucleotides 726-1995 in SEQ ID NO: 3 or SEQ ID NO: 5 or at least one domain thereof or any 
catalytically active portion of the domain and a composition comprising any chondroitinase 
glycoprotein having any structure. 

The scope of the claims is not commensurate with the enablement provided by the 
disclosure with regard to the extremely large number of proteins having chondroitin degrading 
activity, which includes many mutants and variants broadly encompassed by the claims. 
However, in this case the disclosure is limited to the nucleotide and encoded amino acid 
sequence of only three chondroitinase glycoproteins i.e. SEQ ID NO: 1, 2 and 6. 

The Quantity of experimentation required practicing the claimed invention based on 
the teachings of the specification: 

While methods of generating or isolating variants of a polypeptide were well known in 
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the art at the time of invention, it is not routine in the art to screen by trial and error process for 
(1) any chondroitinase glycoprotein having any structure or any chondroitinase glycoprotein 
having any catalytically active portion thereof or any polypeptide having chondroitinase domain, 
wherein the encoded nucleic acids hybridizes under high stringency conditions at least 70% of its 
full length of nucleotides 726-1995 in SEQ ID NO: 3 or SEQ ID NO: 5 or at least one domain 
thereof or any catalytically active portion of the domain and a composition comprising any 
chondroitinase glycoprotein having any structure, (2) an essentially infinite number of mutations 
of any chondroitinase glycoprotein amino acid sequence. The amino acids modifications can be 
made with a reasonable expectation of success in obtaining the desired activity/utility are limited 
in any protein and the result of such modifications is unpredictable. In addition, one skilled in 
the art would expect any tolerance to modification for a given protein to diminish with each 
further and additional modification, e.g. multiple point mutations or substitutions. In addition, 
one skilled in the art would expect any tolerance to modification for a given protein to diminish 
with each further and additional modification. 

The state of prior art, the relative skill of those in the art, and the predictability or 
unpredictability of the art: 

The amino acid sequence of a polypeptide determines its structural and functional 
properties. While the specification discloses three chondroitinase glycoprotein, neither the 
specification nor the art provide a correlation between structure and function such that one of 
skill in the art can envision the structure of any chondroitinase glycoprotein or any 
chondroitinase glycoprotein having any catalytically active portion thereof or any polypeptide 
having chondroitinase domain, wherein the encoded nucleic acids hybridizes under high 
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stringency conditions at least 70% of its full length of nucleotides 726-1995 in SEQ ED NO: 3 or 
SEQ ID NO: 5 or at least any one domain thereof or any catalytically active portion of the 
domain and a composition comprising any chondroitinase glycoprotein as claimed. The art 
clearly teaches that modification of a protein's amino acid sequence to obtain the desired activity 
without any guidance/knowledge as to which amino acids in a protein are tolerant of 
modification and which ones are conserved is highly unpredictable. At the time of the invention 
there was a high level of unpredictability associated with altering a polypeptide sequence with an 
expectation that the polypeptide will maintain the desired activity. For example, Branden et al. 
(1991) teach that (1) protein engineers are frequently surprised by the range of effects caused by 
single mutations that they hoped would change only one specific and simple property in 
enzymes, (2) the often surprising results obtained by experiments where single mutations are 
made reveal how little is known about the rules of protein stability, and (3) the difficulties in 
designing de novo stable proteins with specific functions. The teachings of Branden et al. are 
further supported by the teachings of Witkowski et al. (1999) and SefFernick et al. (2001), where 
it is shown that even small amino acid changes result in enzymatic activity changes. 

The amount of direction or guidance presented and the existence of working examples: 
The specification discloses a chondroitinase glycoprotein of SEQ ID NO:. 6 having 
chondroitinase domain and a composition comprising said chondroitinase glycoprotein of SEQ 
ED NO: 6, wherein the encoded nucleic acids can hybridizes under high stringency condition to 
full length sequence of SEQ ID NO: 3 or 5. However, the specification fails to provide any clue 
as to the structural elements required in any chondroitinase glycoprotein having any structure or 
any chondroitinase glycoprotein having any catalytically active portion thereof or any 
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polypeptide having chondroitinase domain, wherein the encoded nucleic acids hybridizes under 
high stringency conditions at least 70% of its full length of nucleotides 726-1995 in SEQ ID NO: 
3 or SEQ ED NO: 5 or at least one domain thereof or any catalytically active portion of the 
domain and a composition comprising any chondroitinase glycoprotein having any structure or 
which are the structural elements in said proteins known in the art that are essential for 
successfully practice the claimed invention. No correlation between structure and function has 
been presented. 

The specification does not support the broad scope of the claims which encompass any 
chondroitinase glycoprotein having any structure or any chondroitinase glycoprotein having any 
catalytically active portion thereof or any polypeptide having chondroitinase domain, wherein 
the encoded nucleic acids hybridizes under high stringency conditions at least 70% of its full 
length of nucleotides 726-1995 in SEQ ID NO: 3 or SEQ ID NO: 5 or at least one domain 
thereof or any catalytically active portion of the domain and a composition comprising any 
chondroitinase glycoprotein having any structure because the specification does not establish: 
(A) regions of the protein structure which may be modified without affecting chondroitinase 
activity and; (B) the general tolerance of chondroitinase glycoprotein to modification and extent 
of such tolerance; (C) a rational and predictable scheme for modifying any chondroitinase 
glycoprotein amino acid residues with an expectation of obtaining the desired biological 
function; and (D) the specification provides insufficient guidance as to which of the essentially 
infinite possible choices is likely to be successful. 

Applicants have not provided sufficient guidance to enable one of ordinary skill in the art 
to make and/or use the claimed invention in a manner reasonably correlated with the scope of 
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the claims broadly including any chondroitinase glycoprotein having any structure or any 
chondroitinase glycoprotein having any catalytically active portion thereof or any polypeptide 
having chondroitinase domain, wherein the encoded nucleic acids hybridizes under high 
stringency conditions at least 70% of its full length of nucleotides 726-1995 in SEQ ID NO: 3 or 
SEQ ID NO: 5 or at least one domain thereof or any catalytically active portion of the domain 
and a composition comprising any chondroitinase glycoprotein having any structure. The scope 
of the claims must bear a reasonable correlation with the scope of enablement ( In re Fisher , 166 
USPQ 19 24 (CCPA 1970)). Without sufficient guidance, determination of a chondroitinase 
glycoprotein or a chondroitinase glycoprotein having any catalytically active portion thereof or 
any polypeptide having chondroitinase domain, wherein the encoded nucleic acids hybridizes 
under high stringency conditions at least 70% of its full length of nucleotides 726-1995 in SEQ 
ED NO: 3 or SEQ ID NO: 5 or at least one domain thereof or any catalytically active portion of 
the domain and a composition comprising said chondroitinase glycoprotein having the desired 
biological characteristics is unpredictable and the experimentation left to those skilled in the, art 
is unnecessarily, and improperly, extensive and undue. See In re Wands 858 F.2d 731, 8 
USPQ2nd 1400 (Fed. Cir, 1988). 

Claim Rejections - 35 USC §102 
The following is a quotation of the appropriate paragraphs of 35 U.S.C. 102 that form the 
basis for the rejections under this section made in this Office action: 
A person shall be entitled to a patent unless - 

(e) the invention was described in (1) an application for patent, published under section 122(b), by another filed 
in the United States before the invention by the applicant for patent or (2) a patent granted on an application for 
patent by another filed in the United States before the invention by the applicant for patent, except that an 
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international application filed under the treaty defined in section 35 1(a) shall have the effects for purposes of this 
subsection of an application filed in the United States only if the international application designated the United 
States and was published under Article 2 1(2) of such treaty in the English language. 

Claims 1, 4-9, 12-15, 22 and 50 are rejected under 35 U.S.C. 102(e) as being anticipated 
by Bodary et al. (WO 2004/028479-A2, publication 4/8/2004, claim priority of US application 
60/414,006 filed on 9/25/2002). Instant claims drawn to any chondroitinase glycoprotein having 
any structure or any chondroitinase glycoprotein having any catalytically active portion thereof 
or any polypeptide having chondroitinase domain, wherein the encoded nucleic acids hybridizes 
under high stringency conditions at least 70% of its full length of nucleotides 726-1995 in SEQ 
ID NO: 3 or SEQ ID NO: 5 or at least one domain thereof or any catalytically active portion of 
the domain and a composition comprising any chondroitinase glycoprotein having any structure. 

Bodary et al. disclose a protein, which is 100% identical to the SEQ ID NO: 6 of the 
instant application (see sequence alignment), inherently a chondroitinase glycoprotein. Bodary et 
al. also teach a composition comprising said protein. Since, the protein of Bodary et al. is 100% 
identical to SEQ IDNO: 6 of the instant application, said protein would inherently comprise the 
chondroitinase domain and catalytic domain. Bodary et al. further disclose nucleic acid sequence 
encoding said protein which is 100% identical to SEQ ID NO: 3 and 5 of the instant application 
(see sequence alignment). The nucleic acid sequence of the Bodary et al, which is 100% 
identical to SEQ ED NO: 3 and 5, would hybridize with the recited sequences of SEQ ID NO: 3 
and 5 or any fragments thereof of the instant application. Bodary et al. furthermore, disclose 
cloning the gene encoding protein in an expression vector and express in E. coli and CHO 
mammalian cells, followed by purification. Because, the protein is expressed in mammalian 
CHO cells, the protein would be glycosylated, wherein asparagine residue is the common 
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glycosylation site, wherein said glycosidic bond would be inherently sensitive to PNGase, since, 
PNGase hydrolyze glycosidic bond. In mammalian cells, when the protein is glycosylated, the 
glycosyl residues usually comprise complex sugar molecules. 

Because the glycosylated protein of the instant application (claims 7 and 8) and the 
glycosylated protein (which is expressed in the mammalian CHO cells) of the reference is one 
and the same, Examiner takes the position that the glycosylated protein disclosed in the reference 
inherently has hybrid type of sugar molecule would terminated with sialic acid molecule as 
claimed in claim 7-8. Since the Office does not have the facilities for examining and comparing 
applicants' glycosylated protein with the glycosylated protein disclosed by the prior art, the 
burden is on the applicant to show a novel or unobvious difference between the claimed product 
(i.e. glycosylated) and the product of the prior art (i.e., glycosylated). See In re Best, 562 F.2d 
1252, 195 USPQ 430 (CCPA 1977) and In re Fitzgerald et al., 205 USPQ 594. Therefore, 
Bodary et al. anticipate claims 1, 4-9, 12-15, 22 and 50 of the instant application. . 

Conclusion 

Status of the claims: 

Claims 1-56 are pending. 

Claims 2-3, 10-11, 16-21, 23-49, 51-56 are withdrawn. 
Claims 1, 4-9, 12-15, 22 and 50 are rejected. 
No claims are allowed. 

Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Iqbal Chowdhury whose telephone number is 571-272-8137. The 
examiner can normally be reached on 9:00-5:00 PM. 
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If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Ponnathapu Achutamurthy can be reached on 703-272-0928. The fax phone number 
for the organization where this application or proceeding is assigned is 703-872-9306. 

Information regarding the status of an application may be obtained from the Patent 
Application Information Retrieval (PAIR) system. Status information for published applications 
may be obtained from either Private PAIR or Public PAIR. Status information for unpublished 
applications is available through Private PAIR only. For more information about the PAIR 
system, see http://pair-direct.uspto.gov. Should you have questions on access to the Private PAIR 
system, contact the Electronic Business Center (EBC) at 866-217-9197 (toll-free). 



Iqbal Chowdhury, PhD, Patent Examiner 

Art Unit 1652 (Recombinant Enzymes) 

US Patent and Trademark Office 

Rm. REM 2B69, Mail Box. 2C70 

Ph. (571)-272-8137, Fax. (571)-273-8137 
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<! — StartFragment — > RESULT 1 
ADN05873 

ID ADN05873 standard; cDNA; 2414 BP. 
XX 

AC ADN05873; 
XX 

DT ll-JUN-2007 (revised) 

DT 01-JUL-2004 (first entry) 

XX 

DE Antipsoriatic cDNA sequence #1168. 
XX 

KW ds; gene; antipsoriatic; gene therapy; psoriasis; diagnosis. 
XX 

OS Homo sapiens . 

XX / 

PN WO2004028479-A2. / 

XX 

PD 08 -APR- 2 00 4. 
XX 

PF 25-SEP-2003; 2003WO-US030907 . 
XX 

PR 25-SEP-2002; 2002US-0414006P . 
XX 

PA (GETH ) GENENTECH INC. 
XX 

PI Bodary S, Clark H, Jackman J, Schoenfeld J, Williams PM, Wood WI; 

PI Wu TD; / 

XX / 

DR WPI; 2004-305105/28. 

DR P-PSDB; ADN05874. 

DR PC:NCBI; gi6912427. 

DR PC_ENCPRO:NCBI; gi6912428. 

XX 

PT New PRO nucleic acid or polypeptide, useful for preparing a 

PT pharmaceutical composition for diagnosing or treating psoriasis in a 

PT mammal. 

XX 

PS Claim 1; SEQ ID NO 2268; 3069pp; English. 
XX 

CC The invention relates to novel polynucleotide and polypeptides for 

CC treating psoriasis or a sequence having at least 80% identity to the 

CC above sequences. The nucleic acid is useful for preparing a composition 

CC for diagnosing or treating psoriasis in a mammal. This sequence 

CC corresponds to one of the polynucleotides of the invention. 

CC 

CC Revised record issued on ll-JUN-2007 : Enhanced with precomputed 

CC information from BOND. 

XX 

SQ Sequence 2414 BP; 672 A; 475 C; 504 G; 763 T; 0 U; 0 Other; 

Query Match 100.0%; Score 1446; DB 12; Length 2414; 
Best Local Similarity 100.0%; Pred. No. 0; 

Matches 1446; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


1 


ATGAAAG T ATT AT C T GAAGGAC AGTTAAAGC TTTGTGTTGTT C AACCAGTAC ATC T CAC T 


60 




| M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 




Db 


642 ATGAAAGTAT TATC TGAAGGACAGTTAAAGC T TTGT GT TGT TC AACCAGTAC ATC T CAC T 


701 


Qy 


61 


TCATGGCTCCTTATATTTTTTATTCTAAAGTCTATCTCTTGTCTAAAACCTGCTCGACTT 


120 




| | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


702 


TCATGGCTCCTTATATTTTTTATTCTAAAGTCTATCTCTTGTCTAA7\ACCTGCTCGACTT 


761 
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Qy 121 C C AATT T ATCAAAGGAAAC C T T T T ATAGCTGC T TGGAATGC TC C AACAGAT CAGT G T T TG 180 

I | | | | | I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 762 CCAATTTATCAAAGGAAACCTTTTATAGCTGCTTGGAATGCTCCAACAGATCAGTGTTTG 821 

Qy 181 ATAAAAT ATAAT T TAAGAC T AAAT T TGAAAAT GT T T C C TG TGAT T GGAAGC C C AC T GGCC 240 

I M II I I 1 I 1 I I I I I I I I I I I I I I I I I I M I I I I I I I 1 I I I I I I I I I I I I I I II I I I I I I 
Db 822 AT AAAAT AT AAT T TAAGAC T AAAT T T GAAAAT GTTTCCTGT GAT T GGAAGC C C AC T GGC C 881 

Qy 241 AAGGCCAGGGGGCAAAATGTCAC T AT AT TTTATGTC AACAGAT TGGGAT AC TATCC GTGG 300 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I II I 
Db 882 AAGGC CAGGGGGCAAAATGTC AC TAT AT TT TATGT C AACAGAT T GGGATAC T ATC C GT GG 941 

Qy 301 TAT ACATCACAGGGGGTCCCCATTAATGGAGGTCTC CCAC AGAACATAAGTT TACAAGTA 360 

I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 942 TAT AC AT CAC AGGGGGTCC CC AT T AATGGAGGT C T C C C AC AGAAC ATAAGT T TACAAGTA 1001 

Qy 361 CAT C TGGAAAAAGCTGACC AAGAT AT TAAT TAT TAC AT CC C TGC TGAAGATT TC AGTGGA 420 

I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I M I M I I II I I I I I I 

Db 1002 CAT C TGGAAAAAGC TGAC C AAGAT AT TAAT TAT TAC ATCC C TGC TGAAGAT T TCAG T GGA 1061 

Qy 421 C T T GC TGT T AT AGAT TGGGAATAT TGGAGACC AC AG TGGGCC C GGAAC TGGAACTC AAAA 480 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1062 C T T GC TGT TAT AGAT TGGGAATAT TGGAGAC C ACAG TGGGC C CGGAAC TGGAAC T C AAAA 1121 

Qy 481 GATGTTTACAGACAGAAGTCAAGAAAGC TTAT TTCCGATATGGGAAAGAATGTATCAGCT 540 

I I I I I I I I I I I I I I I I II I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I 
Db 1122 GATGTTTACAGACAGAAGTCAAGAAAGC TTAT TTCCGATATGGGAAAGAATGTATCAGCT 1181 

Qy 541 AC C GAT ATTGAATAT TTAGCCAAAGT GAC C T T TGAAGAAAGTGC AAAAGC T T TCAT GAAG 600 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I II I I I I I I I I I I I I I I I II I I I II I I 
Db 1182 ACC GATAT TGAATAT T TAGC CAAAGTGACC T T T GAAGAAAGTGC AAAAGC T T TCAT GAAG 1241 

Qy 601 GAAACCATCAAATTGGGAATTAAGAGCCGACCCAAAGGCC TTTGGGGT TATTATTTATAT 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1242 GAAACCATCAAATTGGGAATTAAGAGCC GACC CAAAGGCC T TTGGGGT TATTATTTATAT 1301 

Qy 661 CCTGATTGCCACAATTATAACGTTTATGCCCCAAACTACTCTGGGTCATGCCCAGAAGAC 720 

I | | | I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I II I I I I I I I I I II I I II II I II I 
Db 1302 C C T GAT T GCC ACAAT T ATAACGT T TAT GCCC C AAAC TACT C TGGGT C ATGCC C AGAAGAC 1361 

Qy 721 GAAGTC T TGAGGAAC AATGAGC TC TC T T GGC T C TGGAAC AGC AG TGC T GC T T TAT AT C C T 780 

I | I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1362 GAAGTC T TGAGGAACAATGAGC TC TC TT GGC TC TGGAAC AGC AGTGC T GC TT TATATCCT 1421 

Qy 781 TCTATCTGTGTCTGGAAATCCCTTGGAGACAGTGAAAACATTTTGCGCTTCTCCAAATTT 840 

I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1422 TCTATCTGTGTCTGGAAATCCCTTGGAGACAGTGAAAACATTTTGCGCTTCTCCAAATTT 1481 

Qy 841 C GGGTGC ATGAATC C ATGAGGATC T C CAC CAT GAC ATC TCAT GAT TAT GC T C TGC C TGT A 900 

I I I I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I M I I I M I I I I I I I 
Db 1482 C GGGTGC ATGAATCC ATGAGGATC TC C AC C AT GAC ATC TCAT GAT T AT GCTC TGC C TGT A 1541 

Qy 901 T T T GTC TAC AC AAGGC T AGGGTAC AGAGATGAACC T T TAT TTTTCCTTTC TAAGC AAGAT 960 

I I I I I | I I I I I I I I I II I I I II I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
Db 1542 T TTGTC T ACACAAGGC TAGGGTAC AGAGATGAACC T TTAT TT TTCC TT TC TAAGC AAGAT 1601 

Qy 961 C T AGTC AGC AC C ATAGGAG AAAGT GC TGC C T T GGGAGC T GC AGGC AT T GT T AT T TGGGGA 1020 

I I II I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I II I I I 
Db 1602 C T AGTCAGC AC CAT AGGAGAAAGT GC TGC C T T GGGAGC T GCAGGC AT T GT T AT T TGGGGA 1661 
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Qy 1021 GAC AT GAAT T T AAC T GC AT C CAAGGCCAAC TGT ACAAAGG T GAAGC AG T T T G TGAG T TC T 1080 

. I I I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
Db 1662 GAC AT GAAT T T AAC T GC AT C C AAGGC CAAC TGTACAAAGG TGAAGC AG T T TG TGAGT TC T 1721 

Qy 1081 GAT T TAGGGAGCTAC ATAGCCAATGTGACC AGAGCTGC TGAGGT ATGC AGCC TTCACCTC 1140 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1722 GAT T TAGGGAGCTAC AT AGC CAATGTGACCAGAGCT GCTGAGGT ATGC AGCC TTCACC TC 1781 

Qy 1141 TGC AGGAACAATGGC AGGTGCATAAGGAAGATGTGGAACGCGCC CAGT TACC TTCAC T TG 1200 

M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1782 TGC AGGAACAATGGCAGGTGCATAAGGAAGATGTGGAACGCGCCCAGT TACC TTCACTTG 1841 

Qy 1201 AAC CC TGCAAGTTAC CAC ATAGAGGCCTC TGAGGAC GGGGAGTT TAC TGTGAAAGGAAAA 12 60 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1842 AACCCTGCAAGTTACCACATAGAGGCCTCTGAGGACGGGGAGTTTACTGTGAAAGGAAAA 1901 

Qy 1261 GC AT C TGATAC AGAC C TGGC AGTGATGGC AGATAC AT TTTCCTGT CAT TGT T ATC AGGGA 1320 

I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1902 GC ATC TGATAC AGAC C T GGC AGTGATGGC AGATAC AT T TT C C T G TCAT TGT T ATC AGGGA 1961 

Qy 1321 TAT GAAGGAGC TGAT TGC AGAGAAATAAAGAC GGC T GATGGC T GC TC T GGGGTT T C CC C T 1380 

I I I I I I I I I I I I I I I I I I I I II I I I I I I II I I II I I I I I I I I I I I I I I I I I I I I II I I I I 
Db 1962 TAT GAAGGAGC TGAT TGCAGAGAAATAAAGAC GGC T GATGGC TGC TC TGGGGTTTC CCCT 2021 

Qy 1381 T C TC C TGGT TC AC TAATGACAC T T TGTC TAC TGC T T T T AGC AAG T T AT CGAAGC AT TC AG 1440 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2022 TC T CC TGGT TC AC TAATGACAC T T TGTC TAC TGC T T T T AGCAAG T TAT C GAAGC AT TCAG 2081 

Qy 1441 TTGTGA 1446 

I I I I I I 

Db 2082 TTGTGA 2087 



< ! — EndFragment — > 



http://es/ScoreAccessWeb/GetItem.action?AppId=10539110&seqId=09323b678061369c& 2/12/2008 



SCORE Search Results Details for Application 105391 10 and Search Result 200801 28_1 ... Page 1 of 3 

*5 



,1 



< ! --StartFragment-->RESULT 2 
ADN05873 

ID ADN05873 standard; cDNA; 2414 BP. 
XX 

AC ADN05873; 
XX 

DT ll-JUN-2007 (revised) 

DT 01-JUL-2004 (first entry) 
XX 

DE Antipsoriatic cDNA sequence #1168. 
XX 

KW ds; gene; antipsoriatic; gene therapy; psoriasis; diagnosis. 
XX 

OS Homo sapiens . 
XX 

PN WO2004028479-A2. 
XX 

PD 08-APR-2004. 
XX 

PF 25-SEP-2003; 2003WO-US03 0907 . 
XX 

PR 25-SEP-2002; 2 002US- 0414 006P . 
XX 

PA (GETH ) GENENTECH INC. 
XX 

PI Bodary S, Clark H, Jackman J, Schoenfeld J, Williams PM, Wood WI; 

PI Wu TD; 

XX 

DR WPI; 2004-305105/28. 

DR P-PSDB; ADN05874. 

DR PC:NCBI; gi6912427. 

DR PC_ENCPRO:NCBI; gi6912428. 

XX 

PT New PRO nucleic acid or polypeptide, useful for preparing a 

PT pharmaceutical composition for diagnosing or treating psoriasis in a 

PT mammal . 

XX 

PS Claim 1; SEQ ID NO 2268; 3069pp; English. 
XX 

CC The invention relates to novel polynucleotide and polypeptides for 

CC treating psoriasis or a sequence having at least 80% identity to the 

CC above sequences. The nucleic acid is useful for preparing a composition 

CC for diagnosing or treating psoriasis in a mammal. This sequence 

CC corresponds to one of the polynucleotides of the invention. 

CC 

CC Revised record issued on ll-JUN-2007 : Enhanced with precomputed 

CC information from BOND. 

XX 

SQ Sequence 2414 BP; 672 A; 475 C; 504 G; 763 T; 0 U; 0 Other; 

Query Match 100.0%; Score 1269; DB 12; Length 2414; 
Best Local Similarity 100.0%; Pred. No. 0; 

Matches 1269; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy l CTAAAACCTGCTCGACTTCCAATTTATCAAAGGAAACCTTTTATAGCTGCTTGGAATGCT 60 

Mill 1 1 1 lllllll II IMIIIMI IIIIIMI I Mill MM IIIIIMMIIIIIII 

Db 744 CTAAAACCTGCTCGACTTCCAATTTATCAAAGGAAACCTTTTATAGCTGCTTGGAATGCT 803 

Qy 61 CCAAC AGATC AGTGTTTGATAAAATATAATTTAAGACTAAATTTGAAAATGTTTCCTGTG 12 0 

lllllll IIIIIMI II IIIMIIII IIIIIMI MIMIMM IIIIMM IIIIIMI 

Db 804 CCAAC AGATCAGTGTTTGATAAAATATAATTTAAGACTAAATTTGAAAATGTTTCCTGTG 863 
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Qy 


121 


Db 


864 


Qy 


181 


Db 


924 


Qy 


241 


Db 


984 


Qy 


301 


Db 


1044 


Qy 


361 


Db 


1104 


Qy 


421 


Db 


1164 


Qy 


481 


Db 


1224 


Qy 


541 


Db 


1284 


Qy 


601 


Db 


1344 


Qy 


661 


Db 


1404 


Qy 


721 


Db 


1464 


Qy 


781 


Db 


1524 


Qy 


841 


Db 


1584 


Qy 


901 


Db 


1644 


Qy 


961 


Db 


1704 



ATTGGAAGCCCACTGGCCAAGGCCAGGGGGCAAAATGTCACTATATTTTATGTCAACAGA 

Ml MMMIIII IIIIIIIMIIIIMIIIIIIII lllllll 1 1 1 MINIM III III 

ATTGGAAGCCCACTGGCCAAGGCCAGGGGGCAAAATGTCACTATATTTTATGTCAACAGA 
TTGGGATACTATCCGTGGTATACATCACAGGGGGTCCCCATTAATGGAGGTCTCCCACAG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TTGGGATACTATCCGTGGTATACATCACAGGGGGTCCCCATTAATGGAGGTCTCCCACAG 



180 



923 



240 



983 



300 



AACATAAGTTTACAAGTACATCTGGAAAAAGCTGACCAAGATATTAATTATTACATCCCT 

IN Mill I II I II Mill 1 1 Mill I II I II III Mill Ml I II I III IMIMMM 

AAC ATAAGTTTAC AAGTAC ATCTGGAAAAAGCTGACCAAGATATTAATTATTAC ATCCCT 1043 
GCTGAAGATTTCAGTGGACTTGCTGTTATAGATTGGGAATATTGGAGACCACAGTGGGCC 36 0 

Ml II 1 1 MM III I II I III Mill II II 1 1 llllll Ml! 1 1 1 1 1 Mill 1 1 1 IIMI 

GCTGAAGATTTC AGTGGACTTGCTGTTATAGATTGGGAATATTGGAGACC AC AGTGGGCC 1103 
CGGAACTGGAACTCAAAAGATGTTTACAGAC AGAAGTC AAGAAAGCTTATTTCCGATATG 42 0 

M II 1 1 1 1 M 1 1 M I II I M I i 1 1) 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 M i 1 1 1 1 1 1 

CGGAACTGGAACTC AAAAGATGTTTAC AGAC AGAAGTC AAGAAAGCTTATTTCCGATATG 1163 
GGAAAGAATGTATCAGCTACCGATATTGAATATTTAGCCAAAGTGACCTTTGAAGAAAGT 48 0 

I M I ! 1 1 1 1 1 M 1 1 1 II 1 1 M 1 1 1 1 1 M M 1 1 1 1 f 1 1 1 1 ! II 1 1 i 1 1 1 M 1 1 1 1 1 f 1 1 1 1 

GGAAAGAATGTATCAGCTACCGATATTGAATATTTAGCCAAAGTGACCTTTGAAGAAAGT 12 23 



MM 



MM 



III 



II 



II 



600 



TGGGGTTATTATTTATATCCTGATTGCCACAATTATAACGTTTATGCCCCAAACTACTCT 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TGGGGTTATTATTTATATCCTGATTGCCACAATTATAACGTTTATGCCCC AAACTACTCT 13 43 

GGGTC ATGCCCAGAAGACGAAGTCTTGAGGAACAATGAGCTCTCTTGGCTCTGGAACAGC 660 

Mill M MINIM M i MINIMI M I IMIMMM MINI MM MMMIIII 

GGGTCATGCCCAGAAGACGAAGTCTTGAGGAACAATGAGCTCTCTTGGCTCTGGAACAGC 1403 
AGTGCTGCTTTATATCCTTCTATCTGTGTCTGGAAATCCCTTGGAGAC AGTGAAAACATT 72 0 

INIIIIIII! INI NNNINNNNNNNNNIN II IIIIIIINII INI 

AGTGC TGC TTT AT ATCCTTCTATCTGTGTCTGGAAATCCCTTGG AG AC AGTGAAAACATT 14 63 
TTGCGCTTCTCCAAATTTCGGGTGCATGAATCCATGAGGATCTCCACCATGACATCTCAT 780 

I II I II 1 1 1 II I II II 1 1 1 1 1 II II II 1 1 1 1 II II II 1 1 1 II II II 1 1 II 1 1 1 1 1 II I II 

TTGCGCTTCTCC AAATTTCGGGTGC ATGAATCC ATGAGGATCTCC ACCATGACATCTC AT 1523 
GATTATGCTCTGCCTGTATTTGTCTACACAAGGCTAGGGTAC AGAGATGAACCTTTATTT 84 0 

II II II 1 1 1 II II I II 1 1 1 1 II II II 1 1 1 1 1 II M II II 1 1 1 1 II I II 1 1 1 1 1 II II I II 

GATTATGCTCTGCCTGTATTTGTCTAC AC AAGGCTAGGGT AC AGAGATGAACCTTTATTT 1583 
TTCCTTTCTAAGC AAGATCTAGTC AGC ACC ATAGGAGAAAGTGCTGCCTTGGGAGCTGC A 9 00 

1 1 1 1 r 1 1 1 i 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 

TTCCTTTCTAAGC AAGATCTAGTCAGCACCATAGGAGAAAGTGCTGCCTTGGGAGCTGCA 1643 



GGCATTGTTATTTGGGGAGACATGAATTTAACTGCATCCAAGGCCAACTGTACAAAGGTG 

I II II M II I II II I M 1 1 II II II II II II I II II II 1 1 1 II I II 1 1 II 1 1 1 II I II II 

GGCATTGTTATTTGGGGAGACATGAATTTAACTGCATCCAAGGCCAACTGTACAAAGGTG 



960 



1703 



AAGC AGTTTGTGAGTTCTGATTTAGGGAGCTAC ATAGCC AATGTGACC AGAGCTGCTGAG 1020 

II 1 1 II 1 1 1 1 II II I II 1 1 1 II I II II 1 1 1 1 1 II I II II 1 1 1 II II 1 1 II 1 1 1 II 1 1 II I 

AAGCAGTTTGTGAGTTC TGATTTAGGGAGC TACATAGC C AATGTGACC AGAGCTGCTGAG 17 63 
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Qy 


1021 


Db 


1764 


Qy 


1081 


Db 


1824 


Qy 


1141 


Db 


1884 


Qy 


1201 


Db 


1944 


Qy 


1261 


Db 


2004 



GTATGCAGCCTTC ACCTCTGC AGGAACAATGGC AGGTGC ATAAGGAAGATGTGGAACGCG 1080 

MM III IMIIIIIMIIIIIIIIIII Mill I IMIIIII MM 1 1 MINI Mill I 

GTATGCAGCCTTCACCTCTGC AGGAACAATGGC AGGTGCATAAGGAAGATGTGGAACGCG 1823 
CCC AGTTACCTTCACTTGAACCCTGC AAGTTACC ACATAGAGGCCTCTGAGGACGGGGAG 1140 

1 1 1 1 i i j 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ; 

CCC AGTTACCTTCACTTGAACCCTGC AAGTTACCAC AT AGAGGCCTCTGAGGACGGGGAG 1883 
TTTACTGTGAAAGGAAAAGCATCTGATAC AGACCTGGC AGTGATGGC AGATAC ATTTTCC 12 00 

Mill! MIMIMMIMMMMI II III I IMIIMIM II IMIMMIIIMIM 

TTTACTGTGAAAGGAAAAGCATCTGATAC AGACCTGGC AGTGATGGC AGATAC ATTTTCC 19 43 
TGTC ATTGTTATC AGGGATATGAAGGAGCTGATTGC AGAGAAATAAAGACGGCTGATGGC 12 60 

I II 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 !M I 

TGTC ATTGTTATC AGGGATATGAAGGAGCTGATTGCAGAGAAATAAAGACGGCTGATGGC 2003 
TGCTCTGGG 12 69 

IMIMIM 

TGCTCTGGG 2012 



< ! --EndFragment--> 
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#1 

<! — StartFragment — > RESULT 2 
ADN05874 

ID ADN05874 standard; protein; 481 AA. 
XX 

AC ADN05874; 
XX 

DT 01-JUL-2004 (first entry) 
XX 

DE Antipsoriatic protein sequence #1100. 
XX 

KW antipsoriatic; gene therapy; psoriasis; diagnosis. 
XX 

OS Homo sapiens . 

XX / 

PN WO2004028479-A2./ 

XX 

PD 08-APR-2004. 
XX 

PF 25-SEP-2003; 2003WO-US030907 . 
XX 

PR 25-SEP-2002; 2002US-0414006P . 
XX 

PA (GETH ) GENENTECH INC. 
XX 

PI Bodary S, Clark H, Jackman J, Schoenfeld J, Williams PM, Wood WI; 

PI Wu TD; 

XX 

DR WPI; 2004-305105/28. 

DR N-PSDB; ADN05873. 
XX 

PT New PRO nucleic acid or polypeptide, useful for preparing a 

PT pharmaceutical composition for diagnosing or treating psoriasis in a 

PT mammal. 

XX 

PS Claim 9; SEQ ID NO 2269; 3069pp; English. 
XX 

CC The invention relates to novel polynucleotide and polypeptides for 

CC treating psoriasis or a sequence having at least 80% identity to the 

CC above sequences. The nucleic acid is useful for preparing a composition 

CC for diagnosing or treating psoriasis in a mammal. This sequence 

CC corresponds to one of the polypeptides of the invention. 

XX 

SQ Sequence 481 AA; 

Query Match 100.0%; Score 2284; DB 8; Length 481; 
Best Local Similarity 100.0%; Pred. No. 8.6e-207; 
- Matches 423; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


i 


LKPARLP I YQRKPFI AAWNAPTDQC L I KYNLRLNLKMFPVT GS P LAKARGQNVT I F YVNR 


60 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


35 


LKP7VRLPIYQRKPFIAAWNAPTDQCLIKYNLRLNLKMFPVIGSPLAK7VRGQNVTIFYVNR 


94 


Qy 


61 


LGYYPWYTSQGVPINGGLPQNISLQVHLEICADQDINYYIPAEDFSGLAVIDWEYWRPQWA 


120 






I I I 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


95 


LGYYPWYTSQGVPINGGLPQNISLQVHLEKADQDINYYIPAEDFSGLAVIDWEYWRPQWA 


154 


Qy 


121 


RNWNSKDVYRQKSRKLISDMGKNVSATDIEYLAKVTFEESAKAFMKETIKLGIKSRPKGL 


180 






I I I I 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


155 


RNWNSKDVYRQKSRKLISDMGKNVSATDIEYLAKVT FEESAKAFMKETIKLGIKSRPKGL 


214 


Qy 


181 


WGYYLYPDCHNYNVYAPNYSGSCPEDEVLRNNELSWLWNSSAALYPSICVWKSLGDSENI 


240 
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1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 215 WGYYLYPDCHNYNVYAPNYSGSCPEDEVLRNNELSWLWNSSAALYPSICVWKSLGDSENI 274 

Qy 241 LRFSKFRVHESMRISTMTSHDYALPVFVYTRLGYRDEPLFFLSKQDLVSTIGESAALGAA 300 

| | ] | | | | | | | I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 275 LRFSKFRVHESMRISTMTSHDYALPVFVYTRLGYRDEPLFFLSKQDLVSTIGESAALGAA 334 

Qy 301 GIVIWGDMNLTASKANCTKVKQFV 360 

| | | | | | | M I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I 
Db \ 335 GIVIWGDMNLTASKANCTKVKQFVSSDLGSYIANVTRT^AEVCSLHLCRNNGRCIRKMWNA 394 

Qy 361 psYLHLNPASYHIEASEDGEFTVKGKASDTDLAVMADTFSCHCYQGYEGADCREIKTADG 420 

| | | | | | I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 395 PSYLHLNPASYHIEASEDGEFTVKGKASDTDLAVMADTFSCHCYQGYEGADCREIKTADG 454 

Qy 421 CSG 423 

I I I 

Db 455 X CSG 457 

< ! — EndFragment-^-> 
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